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PA Moraea pritzeliana fE 460, WERGKEN (K. 4RER, &
|. confusa FEARIRIE AL, HARYIM 43 AP K73, —>CH Iris germanica, 1. scariosa,
. flavissima, I. halophila var.sogaliana, 1. potaninii, I. pandurata, 1. tigridia,
Belamcanda chinensis, halophila var.sogdiana, I. flavissima, I. mandshurica, I. ensata,
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bulleyana, I. ruthenica, I. uniflora, I. setosa, I. laevigata, I. lactea, I. dichotoma, I.
songarica, I. kobayashii, I. ventricosa, 1. halophila, I. maackii, 1. loczyi, I. tenuifolia
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